Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.035; wR factor = 0.084; data-to-parameter ratio = 26.7.
Related literature
For general background to and applications of diphenylarsino derivatives, see: Hill et al. (1983) ; Song et al. (2005) . For the preparation of the title compound, see: Aguiar & Archibald (1967) ; Burfield et al. (1977 Burfield et al. ( , 1978 ; Tzschach & Lange (1962) . For closely related structures, see: Hill et al. (2001) ; Shawkataly et al. (2005) . For information on the Cambridge Structural Database, see: Allen (2002) . For bond-length data, see: Allen et al. (1987) . For the stability of the temperature controller used for the data collection, see: Cosier & Glazer (1986 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 1; y À 1 2 ; Àz þ 1 2 ; (ii) x; Ày þ 1 2 ; z À 3 2 ; (iii) Àx; y À 1 2 ; Àz þ 1 2 . Cg1 and Cg2 are the centroids of the C1-C6 and C7-C12 benzene rings, respectively. Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 (Allen et al., 1987) are comparable to those found in closely related structures (Hill et al., 2001; Shawkataly et al., 2005) . In the crystal structure ( Fig. 2), the molecules are stacked down the b axis. The crystal structure is consolidated by intermolecular C15-H15B···Cg1, C4-H4···Cg2 and C9-H9···Cg2 interactions (Table 1) .
Experimental
Solvents were dried by recommended literature routes (Burfield et al., 1977 (Burfield et al., , 1978 and the title compound was prepared by the reaction of diphenylarsino lithium with 1,6-dibromohexane in dry THF at 273 K under nitrogen atmosphere (Aguiar et al., 1967; Tzschach & Lange, 1962) . Colourless plates of suitable quality for single crystal X-ray diffraction studies were obtained by slow evaporation from ethanol solution.
Refinement
All the H atoms were located from difference Fourier map and allowed to refine freely [range of C-H = 0.89 (2) -0.99
(3) Å]. sup-2 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) −0.00094 (6) 0.00222 (5) 0.00114 (6) C1 0.0172 (6) 0.0221 (7) 0.0160 (6) −0.0017 (6) 0.0044 (5) 0.0026 (5) C2 0.0218 (7) 0.0269 (8) 0.0194 (7) 0.0002 (7) 0.0050 (6) 0.0007 (6) C3 0.0285 (9) 0.0296 (9) 0.0225 (8) −0.0069 (7) 0.0087 (7) −0.0053 (7) C4 0.0283 (9) 0.0462 (11) 0.0147 (7) −0.0115 (8) 0.0028 (6) −0.0013 (7) C5 0.0299 (9) 0.0430 (11) 0.0185 (7) 0.0012 (8) −0.0011 (7) 0.0079 (7) C6 0.0269 (8) 0.0299 (9) 0.0195 (7) 0.0042 (7) 0.0027 (6) 0.0046 (6) C7 0.0169 (6) 0.0182 (7) 0.0137 (6) 0.0008 (5) 0.0014 (5) 0.0017 (5) C8 0.0195 (7) 0.0187 (7) 0.0188 (7) 0.0003 (6) 0.0022 (5) −0.0016 (5) C9 0.0204 (7) 0.0243 (8) 0.0217 (7) −0.0025 (6) 0.0018 (6) −0.0010 (6) C10 0.0173 (7) 0.0303 (9) 0.0198 (7) 0.0033 (6) 0.0035 (6) 0.0008 (6) C11 0.0258 (8) 0.0243 (8) 0.0200 (7) 0.0046 (7) 0.0034 (6) −0.0030 (6) C12 0.0219 (7) 0.0195 (7) 0.0200 (7) −0.0005 (6) C9-H9···Cg2 iv 0.91 (2) 2.97 (2) 3.617 (2) 
